
 

 

 Name  : INDRANIL CHATTOPADHYAY 

 Designation : Assistant Professor, Dept. of Life Sciences, Central University of Tamil 

Nadu, Thiruvarur, India. 

 

 Broad Area of Specialization: Human Genetics & Genomics, Specialization in Cancer 

Genetics 

 Interested Teaching subjects: Genetics, Cell Biology, Advanced Molecular biology, 

Advanced Genomic Technology, Developmental Biology and Evolution 

 Research & Teaching Experiences (Post Ph.D.): Six years 

 Research Interest: 1. Application of Next generation sequencing technologies to understand 

molecular mechanism (transcriptomic/ epigenetic bio-markers) that drive metastatic 

progression of solid tumors. 2. Identification and characterization of genes regulating 

metastasis in solid tumors systems by RNAi technology 3. Application of Next generation 

sequencing technologies to identify soluble, genetic or epigenetic bio-markers in other human 

diseases. 4. Development of combinatorial anti-cancer therapy targeting drivers of tumor 

invasion and metastasis. Developing molecular targeted therapy for metastatic stage of 

cancer. 5. Application of Next generation sequencing technologies to Metagenomic aspects in 

human diseases. 

 Educational Qualifications:  

November, 2009: Ph.D. ( National Institute of Pathology, Indian Council of Medical Research, New 

Delhi,&  Birla Institute of Technology and Science, Pilani, Rajasthan, India). Thesis Title: “Molecular 

Profile of Esophageal Cancer Patients in North East Region of India.” 

October, 1997: M.Sc. in Zoology with specialization in Environmental Biology, Visva Bharati 

University, WB, India. (1st division and 65%). 

 Professional Experience, Fellowship & Awards:  
May, 2013-Till date: Assistant Professor, Dept. Of Life Science,  Central University of Tamil 

Nadu. Awarded UGC-BSR Research Start-Up-Grant (F.30-59.2014(BSR) Dated on 6th 

August, 2014 of Rs.6.0 Lakhs (Rupees Six lakhs only) 

September, 2011 –May, 2013: Post-Doctoral Fellowship in Cancer Genetics Department, 

Roswell Park Cancer Institute, Buffalo, NY, USA.  



June, 2010 –August, 2011: Post-Doctoral Fellowship in Division of Hematology/Oncology, 

University of Kansas Medical Center, Kansas, USA. 

December, 2009- April, 2010: Research Associate in National Institute of Pathology, New 

Delhi, India. 

August, 2004-November, 2009: Senior Research Fellowship in ICMR funded Task force 

project on “Comprehensive Study of Carcinoma Oesophagus at Northeast India-

Multidiscipline approach.” at National Institute of Pathology, New Delhi, India. 

September, 2007-October, 2007: UICC International Cancer Technology Transfer Fellowship 

in Peter MacCallum Cancer Institute, Melbourne, Australia. 

February, 2002- July, 2004:  Department Atomic Energy Junior Research Fellowship at Indira 

Gandhi Centre for Atomic Research, Kalpakkam, Tamil Nadu, India. 

September, 2000 - January 2002:  Research Fellowship in Hormone Research Center, at 

Chonnam National University, Republic of Korea. 
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 Membership in Professional Societies:  

•HUGO   (Human Genome Organization) 

•Associate Member of American Association of Cancer Research (USA) 

•UICC (International Union against Cancer) 

Professional Expertise: 

 Microarray technology (cDNA/ Oligonucleotide array) for gene expression & Copy Number 

analysis Study)  

 Real-Time PCR 

 Automated DNA sequencing 

 Next Generation Sequencing (RNA & Chip Sequencing Library preparation, Captured Array 

Sequencing Library Preparation) 

 Bioinformatics (Web-based Free & Commercially Available Software) & Biostatistics 

 Laboratory Animal Handling (Mouse Handling: Tumor Xenograft Development)  

 Cell Culture & Basic Molecular Biology 

 RNAi Technology ( shRNA transfection  by Retroviral method) 

 

 


